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id s_id name length expect
NC_001263_1257 RAD16_YEAST | DNA repair protein RAD16 790 6e-23
NC_005835_1155 RECN_ECOLI | DNA repair protein recN 553 1e-13
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RAD16_YEAST DNA repair
RECN_ECOLI DNA repair
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promoter DT — 77V (—F)

id sequence f1 f2 strand | fragment | fregion
NC_008025_1205 | ggacggcacct- - 1292998 | 1293047 c ggacg 1292998
NC_008025_1205 ggacggcacct- - 1292998 1293047 c gacgg 1292999
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ID B2 fragment 3
NC_001263_0217 | Deinococcus radiodurans
NC_012526_2289 |Deinococcus desertii 4
NC_012526_0305 | Deinococcus desertii 3
NC_001263_0074 | Deinococcus  radiodurans 3
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